Several bacterial strains were isolated in France from diseased European eels (Anguilla anguilla) reared in freshwater. The resemblance of these isolates to the known eel pathogen Pseudomonas anguilliseptica led to the comparative study of two of them with the type strain NCIMB 1949T and with four reference strains from different geographical origins. Morphological, physiological and biochemical characteristics of the seven strains proved to be very similar. DNA base composition was in the same range (60 to 62 mol % G+C) for the four strains tested. Comparison of the DNA by the S1 nuclease DNA-DNA hybridization method showed that the seven strains formed a tight genomic species with DNA relatedness above 85 %. This is the first identification of this fish pathogen in France. As its pathogenicity for salmonids has been demonstrated in Finland, this bacterium may prove a potential hazard, not only for the small eel farming industry in France, but also for the trout and salmon farming which is of much greater economical significance in this country.
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Pseudomonas anguilliseptica is an aerobic Gram negative bacterium responsible for a septicemic condition designated as red spot disease, or sekiten-byo, and associated to significant mortality in eels. It was first described in Anguilla japonica in Japan in 1971 (Wakabayashi and Egusa, 1972) , but was also reported from European eel, A.
anguilla (Kuo and Kou, 1978) , from black sea bream Acanthopagrus schlegeli (Nakajima et al., 1983) and from ayu Plecoglossus altivelis (Nakai et al., 1985) . In 1981 its geographical distribution area was further extended to Scottish coastal waters (Nakai and Muroga, 1982; Stewart et al., 1983) , and more recently, bacterial isolates closely related to P. anguilliseptica were recognized in salmonid fish from the Baltic Sea (Wiklund and Bylund, 1990 be noted that the isolate JIP 10/90, although primarily able to hydrolize gelatin and Tween 80, readily lost these properties after subculture. The bacterium did not require NaCl and was resist ant to the 0/129 compound. Antimicrobial susceptibility tests let appear that all the tested drugs (oxytetracycline, chloramphenicol, colistin, sulphonamides, trimethoprim, nitrofurans, ox olinic acid, and flumeduine) were fairly active in vitro.
DNA-DNA Hybridization
The DNA relatedness results obtained with labeled DNA from the type strain NCIMB 1949 T are shown in Table 2 . Strains NCIMB 1950 , NCIMB 2185 , NCIMB 2186 French isolates JIP 10/90 and JIP 36/90 formed a tight genomic species, whose 
Discussion
Based on the morphological, physiological and biochemical characteristics and on epidemiological considerations, the isolates were tentatively identified as P. anguilliseptica. This identification was definitely confirmed by the similarity between the DNA base compositions of the French isolates and of the two P. anguilliseptica strains tested and by the very high DNA relatedness among the seven strains.
To our knowledge, this work constitutes the first study of DNA homology among this fish pathogenic bacterium, and demonstrates the close genomic relationship between seven strains from very different geographical origins. Con cerning the DNA base composition, Stewart et al. (1983) published noticeably lower results (57.4 mol % for the strain NCIMB 1949T instead of 61, and 56.5 mol % for the strain NCIMB 2185 instead of 62). As the method they used was not specified, it is possible that these discrep ancies are due to different methodological ap proaches. This is the first time P. anguilliseptica was ob served in diseased eels in France, although former descriptions in European coastal waters (Nakai and Muroga, 1982; Stewart et al., 1983 ; Wyklund and Bylund, 1990) suggested its existence. It is likely that the bacterium is widely distributed all over the world, and that intensive farming development of susceptible fish species, which favours the occurrence of disease manifestations, is the main reason for its description from new 
